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Relative Expression Software ToolRelative Expression Software Tool

• Define target and control experiment
• Determine genes of interest
• Select one or more reference gene
• Determine the strategy for Efficiency correction.
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Relative Expression Software ToolRelative Expression Software Tool

• REST-384 ©
– 2 groups of samples
– up to 20 data points in each sample and control group
– up to fifteen target genes
– normalization to several housekeeping genes
– calculation of standard error for the final ratio
– Pair Wise Fixed Reallocation Randomisation Test ©
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Relative Expression Software ToolRelative Expression Software Tool

• REST-384 © for RotorGene 3000
– 2 groups of samples
– up to 20 data points in each sample and control group
– up to fifteen target genes
– normalization to several housekeeping genes
– calculation of standard error for the final ratio
– Pair Wise Fixed Reallocation Randomisation Test ©

– Direct import of RotorGene Efficiencies and Ct 
values
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Relative Expression Software ToolRelative Expression Software Tool

• REST-384 © for multiple conditions
– up to fifteen target genes
– normalization to several housekeeping genes
– calculation of standard error for the final ratio

– 7 groups of samples (1 reference condition and 6 
different test conditions)

– up to 10 data points in each sample and control group
– Pair Wise Fixed Reallocation Randomisation Test © 

for each combination of reference and test condition
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Thanks!Thanks!
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REST error calculating using Taylor’s seriesREST error calculating using Taylor’s series

by Peter J. Avery, University of Newcastle, Mathematics and Statistics
calculated expression ratio = ϕ
calculated variation is dependent of 6 different SEs [ 2 x SE(Eff.);  4 x SE(mean CP) ]
SE (Ratio by REST) = around 20-30%
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