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Clustering methods

Genes/samples that behave similarly
are arranged In clusters.

Principle component analysis
Support vector machines
Hierarchical clustering
K-means

Procrustes rotation
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Classification methods

Training data set available with
classifiers to train predictive algorithm

Neural networks
Partial Least Square (PLS) analysis
Machine learning algorithms

Biocenter



How to define similarity?
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1 2 3 4 5
1 0.0
2 1.0 0.0
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A 3 4 5
A 0.0
3 4.7 0.0
4 8.1 3.6 0.0
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A 0.0
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Similarity

Cius
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Clustering genes
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Clustering samples

Dendrogram for clustering experiments,
using centered correlation and average linkage.
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Principle components

Dimen=sion 2
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Component 3, Scores (3.0%)
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Neural network
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Experimental System

Four strains of yeast: Wt, Hxt7, Tm6 and Null

Expression over time after glucose addition: 0 — 60
min
EXxpression of genes:
Genes:
Ref: ACT, IPPI, PDA
Glycolysis: TPI, PGK, PDC, ADH1
Glycogenesis: FBP, MDH2, SUC2, ADH2
Unknown: ADH3, AD H4, ADH5, ADH6
HSP = heat shock
CYC = Cytochrom c
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Time dependent gene expression
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Special offer!

Lelpzig participants can purchase a pre-release
of GenEx for 190 Euro by placing order to:

leipzig@multid.se

The pre-release will be updated without charge
to GenEx 1.0, which will be released In
summer for an introductory price of 395 Euro.
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